
Read into ICM multiple receptor 
conformations of your receptor.  

Mutiple conformations 
of this loop region. 

NOTES: 
- A built in stack can be used. 
- Superimpose the receptor pocket. 



Setup the ligand in the ligedit tab. 
1. Select the ligedit tab 

2. Click on the “Setup 
Ligand” button. 

3. Select a ligand from 
one of the objects in 
the ligand binding 
pocket. 



Setup the multiple receptors and setup 
the receptor. 

1. Select all the 
receptors you 
would like to 
include 

2. Click on the “Setup 
Receptor” button 

3. Choose the 
“Selection” option 

4. Click on how 
you would like to 
define the pocket.  

5. Click OK 



Observe the 4D maps have been made 
and are located in the ICM Workspace. 



Note you can toggle between the multiple 
receptor conformations. 

1. Click and select 
conformation. Each 
conformation is 
colored uniquely. 



Re-dock ligand to multiple receptor 
conformations. 

1. Click and hold on 
the docking button 



These signs indicate the 4D docking is 
running. 



Best docked ligand conformation is listed 
in a table ranked by Score.  

1. Click here to 
display the ligand. 



Toggle through each conformation and 
calculate the score. 

1. Toggle through 
each conformation 
here. 

2. Click here to 
calculate the score. 


